2018-04-11 Meeting notes

Date

11 Apr 2018

Attendees

® Clayton L Birkett
Goals

Discussion items

Time Item Who Notes
GrainGenes work on wheat gene catalogue
BrAPI Clay

® BrAPI Genotyping Data Client
http://webtools-sg.cirad.fr/BrAPI/GenotypingDataClient/
® Pedigree viewer

PHG LoadGenomeintervals | Clay
* reference loaded using 109,000 genes for anchors
® next step to load assembly (fasta reads) from HapMap

trait ontologies for KnetMiner 2200 GWAS hits with ontologies, 700 without ontologies
metabolomics from chromatogram to analyte to metabolite
T3 login show account type, put in side menu

Action items

Clayton L Birkett - find use case for Genotype Client
Clayton L Birkett - send list of traits without TO/CO


https://confluence.cornell.edu/display/~clb343
http://webtools-sg.cirad.fr/BrAPI/GenotypingDataClient/
https://confluence.cornell.edu/display/~clb343
https://confluence.cornell.edu/display/~clb343
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